In the title compound, C 12 H 14 N 2 O 3 , the conformation of the ester substituent is partially determined by an intramolecular N-HÁ Á ÁO hydrogen bond. The crystal packing consists of layers parallel to (112) held together by N-HÁ Á ÁO and C-HÁ Á ÁO hydrogen bonds. The CH/NH portion of the heterocyclic ring is disordered over two sites in a 0.930 (5):0.070 (5) ratio with the disorder also extending to the O atom involved in the intramolecular N-HÁ Á ÁO hydrogen bond.
Structure description
Quinoxaline derivatives exhibit a variety of biological activities including anticancer (Lindsley et al., 2005; Carta et al., 2006) , antidiabetic (Gupta et al., 2005) , antimicrobial (Singh et al., 2010) , anti-inflammatory (El-Sabbagh et al., 2009 ) and anti-malarial (Guillon et al., 2004) . Moreover, they are used as fungicides, insecticides and herbicides (Sakata et al., 1988) . The numerous applications of quinoxalines has prompted researchers to develop efficient methods to synthesize new derivatives likely to present interesting activities (Ramli et al., 2018) . We report in this work the synthesis and crystal structure of the title compound (Fig. 1) .
A puckering analysis of the heterocyclic ring yielded the parameters Q = 0.421 (3) Å , = 119.1 (4) and ' = 34.3 (4) for the major component. The orientation of the ester substituent is partially determined by the intramolecular N2-H2AÁ Á ÁO2 hydrogen bond. In the crystal, pairs of N1-H1AÁ Á ÁO1 hydrogen bonds form inversion dimers, which are linked into chains by inversion-related C11-H11BÁ Á ÁO2 hydrogen bonds. The chains are data reports formed into layers parallel to (112) by C3-H3Á Á ÁO3 hydrogen bonds (Table 1 and Fig. 2 ). The layers are linked to one another by C8-H8Á Á ÁO1 and C9-H9AÁ Á ÁO2 hydrogen bonds (Table 1 and Plan view of a portion of one layer with N-HÁ Á ÁO and C-HÁ Á ÁO hydrogen bonds shown, respectively, by blue and black dashed lines.
Figure 3
Elevation view of the stacked layers with hydrogen bonds shown as in Fig. 2 .
Figure 4
Packing projected onto (122) with hydrogen bonds shown as in Fig. 2 .
Figure 1
The title molecule with labeling scheme and 50% probability ellipsoids. The intramolecular hydrogen bond is depicted by a dashed line. Only the major component of the disorder is shown.
Table 1
Hydrogen-bond geometry (Å ,  ) . Symmetry codes: (i) Àx; Ày þ 1; Àz; (ii) x þ 1; y þ 1; z; (iii) x þ 1; y; z; (iv) x À 1; y; z; (v) Àx þ 1; Ày; Àz þ 1. Computer programs: APEX3 and SAINT (Bruker, 2016) , SHELXT (Sheldrick, 2015a) , SHELXL2018 (Sheldrick, 2015b) , DIAMOND (Brandenburg & Putz, 2012) and SHELXTL (Sheldrick, 2008) .
A mixture of ethyl-2-(3-oxo-3,4-dihydroquinoxalin-2-yl)acetate (1 g) with Pd/C catalyst in ethanol was stirred for 10 h in presence of hydrogen. The reaction mixture was filtered and the solvent was removed under pressure. The residue obtained was recrystallized from ethanol to afford the title molecule as yellow crystals.
Refinement
Crystal data, data collection and structure refinement details are summarized in Table 2 . The C8/N2 portion of the heterocyclic ring is disordered over two sites in a 0.930 (5):0.070 (5) ratio with the disorder also extending to O2. The two components were refined subject to restraints that their geometries be comparable and the affected hydrogen atoms were included as riding contributions in idealized positions. The two noticeable residual peaks in the final difference map are attributed to errors resulting from neglect of the other minor components of the crystal.
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Special details
Experimental. The diffraction data were collected in three sets of 363 frames (0.5° width in ω) at φ = 0, 120 and 240°. A scan time of 60 sec/frame was used. Analysis of 564 reflections having I/σ(I) > 12 and chosen from the full data set with CELL_NOW (Sheldrick, 2008) showed the crystal to belong to the triclinic system and to consist of one major component and several minor components rotated from the former by ca. 7° about non-special axes. After several trials, it was decided to treat the crystal as having one major and one minor component rotsted from the first by 7.3° about the real axis 1, -0.42, 0. The raw data were processed using the multi-component version of SAINT under control of the twocomponent orientation file generated by CELL_NOW. Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. Refined as a 2-component twin. The heterocyclic ring is disordered over two conformations in a 93:7 ratio which also affects the position of O2. The two components were refined subject to restraints that their geometries be comparable and the affected hydrogen atoms were included as riding contributions in idealized positions. The two noticeable residual peaks in the final difference map are attributed to errors resulting from neglect of the other minor components of the crystal. Symmetry codes: (i) −x, −y+1, −z; (ii) x+1, y+1, z; (iii) x+1, y, z; (iv) x−1, y, z; (v) −x+1, −y, −z+1.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (

